Zika virus (ZIKV) is an emerging mosquito-borne member of the Flaviviridae family that has historically been known to cause sporadic outbreaks, associated with a mild febrile illness, in Africa and Southeast Asia. However, the recent outbreaks of ZIKV in the Americas and its association with severe neurological disorders, including fetal microcephaly, Guillain-Barré syndrome, and ocular abnormalities, have caused a great social and sanitary alarm. The significance of ZIKV in human health, together with a lack of approved therapeutic (antivirals) or prophylactic (vaccines) interventions, has triggered a global effort to develop effective countermeasures against this pathogen, which has the potential to affect millions of people worldwide.
the consequences of ZIKV infection in human pluripotent stem cell-derived neural progenitor cells and neurons (Goodfellow et al. [18] ), the effect of a single mutation in the NS2A protein in virus pathogenesis (Márquez-Jurado et al. [19] ), and the roles of the premembrane (prM) and envelop (E) proteins in ZIKV-mediated infection and neurocytotoxicity (Li et al. [20] ).
The fifth section in the Special Issue covers the new advances in epidemiology and virus evolution, including a manuscript describing the evolutionary insight of ZIKV strains isolated in Latin America (Simón et al. [21] ).
The next section focuses on ZIKV vaccines and antivirals, and contains three review documents (Garg et al. [22] ; Alves et al. [23] ; Saiz et al. [24] ) and two research articles that describe the antiviral effect of silvestrol (Elgner et al. [25] ) and oxysterol 7-ketocholesterol (Willard et al. [26] ) in ZIKV replication.
The last section in this Special Issue covers new advances in the molecular diagnostic of ZIKV, and includes a comprehensive review (Mantke et al. [27] ) and five research articles that describe the development and characterization of several ZIKV diagnostic methods (Bhadra et al. [28] ; de Ory et al. [29] ; Zhang et al. [30] ; Taylor et al. [31] ; Amaro et al. [32] ).
We would like to thank all contributing authors for their participation, effort and hard work in putting together this Special Issue. We would also like to thank the Editorial Office at Viruses for all the help, support, and advice with this Special Issue. We hope this Special Issue offers a comprehensive view of the recent advances in ZIKV research and stimulates research for future studies aimed at understanding ZIKV evolution, virus-host-interaction, pathogenesis, and the development of effective countermeasures to combat ZIKV infection.
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